Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.050; wR factor = 0.142; data-to-parameter ratio = 26.4.
In the title compound, C 21 H 15 N 5 O 2 , the pyrrolidine ring adopts a twist conformation. Both the oxindole rings are planar [maximum deviations of 0.076 (1) and 0.029 (1) Å in the two rings] and are oriented at a dihedral angle of 72.7 (1) . The crystal structure is stabilized by C-HÁ Á ÁO, N-HÁ Á ÁO, N-HÁ Á ÁN and C-HÁ Á Á interactions.
Related literature
For the use of indole derivatives as bioactive drugs, see: Stevenson et al. (2000) . They exibit anti-allergic, central nervous system depressant and muscle-relaxant properties, see: Harris & Uhle (1960) ; Ho et al. (1986) . Indoles also exhibit high aldose reductase inhibitory activity, see: Rajeswaran et al. (1999) . For puckering and asymmetry parameters, see: Cremer & Pople (1975); Nardelli (1983) .
Experimental
Crystal data 
Data collection
Bruker Kappa APEXII areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2001) T min = 0.972, T max = 0.982 26314 measured reflections 6939 independent reflections 4820 reflections with I > 2(I) R int = 0.030 Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.142 S = 1.02 6939 reflections 263 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.38 e Å À3 Á min = À0.21 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1 2 ; y þ 1 2 ; Àz þ 1 2 ; (ii) Àx þ 1 2 ; y À 1 2 ; Àz þ 1 2 ; (iii) x þ 1 2 ; Ày þ 3 2 ; z À 1 2 ; (iv) Àx; Ày; Àz þ 1. Cg5 is the centroid of the C13-C18 ring.
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). high aldose reductase inhibitory activity (Rajeswaran et al., 1999) . Against this background and to ascertain the molecular conformation, the structure determination of the title compound has been carried out.
The ORTEP plot of the molecule is shown in Fig. 1 . The pyrrolidine ring adopts a twist conformation with the puckering parameters (Cremer & Pople, 1975) and the asymmetry parameters (Nardelli, 1983) for this ring q 2 = 0.399 (1)Å, π = 202.5 (2)° and Δ2(C21) = 3.0 (1)°. Both oxindole rings are planar and the keto atoms O1 and O3 deviate by 0.207 (1) and -0.093 (1)Å, respectively. The oxindole rings attached at 4 and 5 positions of the pyrrolidine ring are oriented at an angle of 72.7 (1)°. In the indole ring system, the endocyclic angles at C8 and C14 are contracted to 117.3 (1)° and 117.4 (1)°, while those at C9 and C13 are expanded to 122.2 (1)° and 122.5 (1)°, respectively. The cyano groups are almost linear which can be seen from the bond angles of 176.4 (1)° (C21-C23-N24) and 175.2 (1)° (C21-C25-N26). The sum of the bond angles around the hetero nitrogen atom in the oxindole ring systems are N1 [360.0°] and N12 [359.8°] and in accordance with the sp 2 hybridization. The sum of the bond angles at N19 (334.4°) in the pyrrolidine ring system is in accordance with the sp 3 hybridization.
The packing of the molecules in the crystal structure is stabilized by C-H···O, N-H···O, N-H···N and C-H···π interactions.
Atom C22 (x, y, z) donates a proton to O2 (1/2-x, 1/2+y, 1/2-z) and forms a zig-zag chain running along the b-axis. The intermolecular N1-H1···N24 hydrogen bond forms a one dimensional chain running along the ac diagonal axis. The indole ring interacts with the other indole moiety through an intermolecular C-H···π interaction involving atom C7, the separation between H7 and the centroid (Cg5) of the ring (C13/C14/C15/C16/C17/C18) being 2.666Å.
Experimental
A mixture of isatin, sarcosine and isatylidene malononitrile in methanol and a catalytic amount of silica gel (100-200 mesh) was added and refluxed for about 15 minutes. The precipitated solid was filtered, dried and purified by column chromatography to afford the pure product in 87% yield. The purified compound was recrystallized from ethanol by using slow evaporation method.
Refinement
H atoms bonded to N were freely refined while the other H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and allowed to ride on their parent atoms, with 1.5U eq (C) for methyl H and 1.2U eq (C) for other H atoms. The components of the anisotropic displacement parameters of (C21-C23) and (C21-C25) in the direction of the bond between them were restrained to be equal within an effective standard deviation of 0.001. 0.0244 (5) 0.0381 (6) 0.0370 (5) −0.0003 (4) 0.0122 (4) −0.0043 (4) C2 0.0234 (5) 0.0257 (5) 0.0323 (5) −0.0019 (4) 0.0072 (4) 0.0021 (4) C3 0.0203 (4) 0.0223 (5) 0.0247 (4) −0.0001 (4) 0.0050 (3) 0.0000 (4) C4 0.0275 (5) 0.0251 (5) 0.0240 (5) 0.0005 (4) 0.0052 (4) 0.0001 (4) C5 0.0318 (6) 0.0435 (7) 0.0303 (5) −0.0005 (5) 0.0015 (5) −0.0043 (5) C6 0.0428 (7) 0.0509 (8) 0.0311 (6) −0.0057 (6) −0.0035 (5) −0.0051 (5) C7 0.0594 (9) 0.0378 (7) 0.0283 (6) −0.0034 (6) 0.0073 (6) −0.0066 (5) C8 0.0450 (7) 0.0327 (6) 0.0318 (6) 0.0024 (5) 0.0144 (5) −0.0035 (5) C9 0.0316 (5) 0.0250 (5) 0.0281 (5) 0.0010 (4) 0.0092 (4) 0.0008 (4) Symmetry codes: (i) −x+1/2, y+1/2, −z+1/2; (ii) −x+1/2, y−1/2, −z+1/2; (iii) x+1/2, −y+3/2, z−1/2; (iv) −x, −y, −z+1.
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